MIBMB, 2022, 2, 1 — 11: FUNCTIONAL PREDICTION OF PATHOGENESIS-RELATED 10 IN Musa acuminata DH PAHANG (MaPR-10)
FOR TARGETED BANANA ADAPTATION AGAINST STRESSES

Supplementary 1

1. MaPR-10 molecular weight (mW) and theoretical isoelectric point (pl).

Num Accession Numbers mW (Da) Theoretical pl
1 Ma08 p34150.1 17404.89 5.41
2 Ma01 p19550.1 17601.25 5.37
3 Ma08 p34160.1 20596.50 591
4 Ma03 p08150.1 17131.56 5.23
5 Ma03 p08160.1 17149.61 542
6 Ma09 p15840.1 17178.51 4.84
7 Ma03 p08140.1 17115.58 5.20
8 Ma03 p10130.1 16682.80 4.66
9 Ma04 p33910.1 22445.64 5.66

10 Ma09 p17720.1 15931.18 5.34




MIBMB, 2022, 2, 1 — 11: FUNCTIONAL PREDICTION OF PATHOGENESIS-RELATED 10 IN Musa acuminata DH PAHANG (MaPR-10)
FOR TARGETED BANANA ADAPTATION AGAINST STRESSES

Supplementary 2

1. MaPR-10 signal peptide prediction.

Num Accession Numbers Signal Peptide (Sec/SPI) Other
1 Ma08 p34150.1 0.0014 0.9986
2 Ma01 p19550.1 0.0045 0.9955
3 Ma08 p34160.1 0.0015 0.9985
4 Ma03 p08150.1 0.0011 0.9989
5 Ma03 p08160.1 0.0013 0.9987
6 Ma09 p15840.1 0.0013 0.9987
7 Ma03 p08140.1 0.0011 0.9989
8 Ma03 p10130.1 0.0006 0.9994
9 Ma04 p33910.1 0.0008 0.9992

10 Ma09 p17720.1 0.0006 0.9994
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Supplementary 3

1. MaPR-10 protein characteristics.

‘ Residues Charge (%) Polar . . . Grand Avergge of
Num  Accession Numbers ‘ y residues Hydrophoblc Al.lphatlc Hydropathicity
Negative Positive %) residues (%) index (GRAVY)
1 Ma08 p34150.1 14.37 14.37 20.00 51.25 78.63 -0.096
2 Ma01 p19550.1 15.00 14.37 19.38 51.25 84.75 -0.061
3 Ma08 p34160.1 13.37 16.04 22.99 47.59 87.11 -0.209
4 Ma03 p08150.1 13.13 11.88 20.63 54.37 90.25 -0.005
5 Ma03 p08160.1 12.50 11.88 20.00 55.63 88.88 0.023
6 Ma09 p15840.1 13.75 10.63 21.25 54.37 95.00 0.111
7 Ma03 p08140.1 13.13 11.88 20.00 55.00 90.25 0.036
8 Ma03 p10130.1 16.67 11.33 25.33 46.67 81.87 -0.338
9 Ma04 p33910.1 13.11 13.11 19.90 53.88 94.56 -0.080

10 Ma09 p17720.1 11.34 15.06 22.70 51.10 92.62 -0.245
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Supplementary 4

1. MaPR-10 protein sequence similarities and identities (SIAS).

la. MaPR-10 protein sequence identity.

Ma08 p34
100%
150.1
MaOl pl9
66.87% 100%
550.1
Ma08 p34
3.75% 2.5% 100%
160.1
Ma03 p08
28.12% 28.74% 5% 100%
150.1
Ma03 p08
26.25% 28.12% 6.25% 80.62% 100%
160.1
Ma09 pl5
26.25% 27.5% 5% 86.25% 80% 100%
840.1
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Ma03 p08
27.5% 28.12% 5% 98.12% 79.37% 86.25% 100%
140.1
Ma03 pl0
10.06% 11.4% 9.39% 10.73% 10.73% 11.4% 11.4% 100%
130.1
Ma04 p33
5% 5% 7.48% 6.87% 7.5% 6.87% 6.87% 10.06% 100%
910.1
Ma09 pl7
12.05% 9.92% 4.25% 6.38% 7.09% 7.8% 6.38% 39% 8.51% 100%
720.1
Ma08 p34 | Ma0l pl9 | Ma08 p34 | Ma03 p08 | Ma03 p08 | Ma09 pl5 | Ma03 p08 | Ma03 pl0 | Ma04 p33 | Ma09 pl7
150.1 550.1 160.1 150.1 160.1 840.1 140.1 130.1 910.1 720.1

Identity Stats

Min=2.5

Max =98.12

Mean = 23.5048888888889
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1b. MaPR-10 protein sequence similarity.

Ma08 p34
100%
150.1
Ma01l pl9
75.62% 100%
550.1
Ma08 p34
11.25% 11.25% 100%
160.1
Ma03 p08
40.62% 42.5% 13.12% 100%
150.1
Ma03 p08
41.87% 45% 15% 85.62% 100%
160.1
Ma09 pl5
40.62% 43.75% 13.75% 91.87% 86.25% 100%
840.1
Ma03 p08
39.37% 41.25% 13.12% 98.75% 85% 91.25% 100%
140.1
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Ma03 pl0
20.8% 24.83% 16.77% 20.13% 20.13% 19.46% 20.13% 100%
130.1
Ma04 p33
10.62% 11.25% 14.43% 10.62% 11.87% 11.87% 10.62% 16.77% 100%
910.1
Ma09 pl7
17.73% 18.43% 9.92% 12.05% 14.18% 13.47% 12.05% 46.8% 18.43% 100%
720.1
Ma08 p34 | Ma0l pl9 | Ma08 p34 | Ma03 p08 | Ma03 p08 | Ma09 pl5 | Ma03 p08 | Ma03 pl0 | Ma04 p33 | Ma09 pl7
150.1 550.1 160.1 150.1 160.1 840.1 140.1 130.1 910.1 720.1

Identity Stats

Min =9.92

Max = 98.75

Mean = 32.5257858254032
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Supplementary 5: Cis-acting elements in MaPR-10s

Ma08_p34150.1 | Ma01_p19550.1 | Ma08_p34160.1 | Ma03_p08150.1 | Ma03_p08160.1 | Ma09_p15840.1 | Ma03_p08140.1 | Ma03_p10130.1 | Ma04_p33910.1 | Ma09_p17720.1 Total Function relatedness
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MIBMB, 2022, 2, 1 — 11: FUNCTIONAL PREDICTION OF PATHOGENESIS-RELATED 10 IN Musa acuminata DH PAHANG (MaPR-10) FOR
TARGETED BANANA ADAPTATION AGAINST STRESSES
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